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DNA often needs to be stored for various lengths of time. To produce reliable and
reproducible results, stability without contamination needs to be ensured to
prevent degradation. In this study the goal is to show the stability & difference in
quality of DNA purified from wild bees using the QIAGEN DNeasy® Blood & Tissue

Conclusions

» DNA purified with the QIAGEN DNeasy® Blood & Tissue kit proved to be stable
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> DNA Yield: DNA vyield was analyzed by the measurement of _
absorbance in a Nanodrop spectrophotometer machine. Figure 3. (1 kb DNA Ladder; Lanes 1,4,7,8,11,12 & Male Bees) DNA
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» RNAse treatment: In order to test the presence of RNA in the DNA
extractions and to examine the difference between the Nanodrop
and Qubit measurement. We selectively treated four DNA o
extractions using a standard RNAse protocol. The treated samples

were measured using Nanodrop again to evaluate the change of
DNA concentration. A RNAse cocktail was used to treat the DNA &35
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